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The present study was conducted at the Research Farm of the Department of Vegetable Science, CCS
Haryana Agricultural University, Hisar. Forty ridge gourd genotypes were used as experimental material and
evaluated during the last week of February and the second week of March of 2023, to assess the mean
performance of various traits. The study confirmed the effects as significant at the 5% level. Considerable

ABSTRACT Vvariability for quantitative characters (fifteen) was observed for this study. The result revealed that the
quantitative traits, among all the genotypes of ridge gourd observed in the last week of February and
second week of March in 2023, the genotype IC-345576 was recorded superior for fruit yield and its
contributing traits followed by the genotypes 1C-341161 and 1C-341122.
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Introduction

Ridge gourd (Luffa acutangula L.) is originated in
India and belongs to the family Cucurbitaceae with
2n=2x=26 chromosome number. It is commonly called
as Turai or turiya or heereka or beerakai. It is also
known as ribbed gourd, angled gourd, angled loofah,
Chinese okra, silky gourd and vegetable gourd. It is an
important tropical and subtropical cucurbitaceous
vegetable (Bhat et al., 2018). The genus includes seven
species out of which only two are important commonly
cultivated vegetables viz., ridge gourd and sponge gourd.
Ridge gourd grown in the spring summer and rainy
seasons. Ridge gourd belongs to genus Luffa derives its
name from the product loofah, which is used in bathing
sponges, scrubber pads, door mats, pillows and mattress.
The fibre has also been shown to be an effective insulator
for a variety of applications. Dry fruits with good storability
are sometimes utilized for decorative purposes as well.
Its green fruits at immature stage are cooked as vegetable.
Ridge gourd fruits contain moisture (95.2 g), fat (0.1%),
minerals (0.5 g), protein (0.5%), energy (17 kcal), calcium
(18 mg), phosphorus (26 mg), carbohydrate (3%), iron

(0.5 mg), carotene (33 mg) and vitamin C (5 mg) in per
100 g of edible marketable portion. Trypsin inhibitors are
isolated from Luffa acutangula L. (Haldar et al., 1996).
Recently, this crop has been tested for its antioxidant
(free radical scavenging-FRS) activity confirming the great
interest of the nutraceutical science (Ansari et al., 2005).
Despite its economic and medicinal importance,
adaptability and applications, this crop received less
scientific attention in crop development programmes than
other cucurbits. However, cultivation of ridge gourd has
recently increased due to increased consumer knowledge
of its anti-biotic and nutritional properties. Ridge gourd
highly cross-pollinated vine vegetable crop with a broad
range of variations were observed for most of the
economically important traits. There is wide range of
variability available among different ridge gourd genotypes
for quantitative traits. A critical assessment of variability
is required for any efficient breeding effort and allows
for the identification of superior lines with desirable fruit
production and quality. One of the most important needs
for improved cultivars is varietal homogeneity. Variability,
on the other hand, is greatly wanted in germplasm
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collection and conservation efforts since genetic variation,
whether existing or created, is the initial step in every
crop development programme (Singh, 2000).

Materials and Methods

The study was carried out at Research Farm of the
Department of Vegetable Science, CCS Haryana
Agricultural University, Hisar during last week of
February and second week of March (summer season),
2023. The experiment was laid out in a Randomized Block
Design (RBD) with three replications. Each replication
consisted of forty ridge gourd genotypes which were
collected from different sources. The population of five
plants per genotype was maintained by the sowing of
seeds at a spacing of 2.50 mx0.6 m. The genotypes were
evaluated for different growth, yield and its attributing
traits viz., days to 50% germination, number of primary
branches per vine, days to first male flower opening, days
to first female flower opening, nodes to first male flower,
nodes to first female flower, fruit length (cm), fruit
diameter (cm), stem length of internodes (cm), number
of fruits per vine, days to first fruit harvest, average fruit
weight (g), vine length at final harvest (m), fruit yield per
vine (kg) and fruit yield per hectare (g/ha). The data
collected to statistical analysis adopting standard
procedures of analysis (Panse and Sukhatme, 1967). The
study executed mean performance on the data for
quantitative traits using R software. The doebioresearch
package was used for RBD design.

Results and Discussion
Days to 50% germination

Table 1 indicated that the days to 50% germination
in ridge gourd genotypes, the last week of February, the
minimum days (8.03) for 50% germination was recorded
in the genotype 1C-392535 which was significantly at
par with Pusa Nasdar (8.20), 1C-262231 (8.94), IC-355967
(8.94), 1C-262258 (9.29), 1C-355961 (9.64), IC-264971
(9.69), IC-355952 (9.93), IC-264908 (10.15), 1C-429965
(10.23), Konkan Harita (10.38), Akola-01 (10.63), IC-
355959 (10.65), 1C-392538 (11.10), 1C-265026 (11.46)
and 1C-429925 (11.46), while genotype 1C-341110
recorded significantly maximum number of days (17.35)
for 50% germination. Whereas, the genotype 1C-355967
recorded minimum days (6.44) for 50% germination
followed by 1C-392535 (6.89), 1C-355952 (6.95), Pusa
Nasdar (7.13), 1C-355961 (7.31), IC-262231 (7.92), IC-
264971 (7.92), 1C-355959 (8.02), 1C-262258 (8.04),
Konkan Harita (8.92), 1C-341161 (9.22), Akola-01 (9.27),
IC-265026 (9.30), 1C-392538 (9.33) and 1C-262265
(9.63), while genotype 1C-341110 recorded significantly
maximum number of days (15.90) for 50% germination

in the second week of March. Similar findings were also
reported by Kurre et al., (2022).

Number of primary branches per vine

The maximum number of primary branches per vine
was observed in the genotype 1C-341161 (7.44) which
was significantly at par with Konkan Harita (7.00), Pusa
Nasdar (7.00), 1C-341099 (6.96), 1C-392544 (6.92), IC-
278358 (6.78), 1C-264830 (6.67), IC-264908 (6.67), IC-
356037 (6.50), 1C-429965 (6.33), 1C-392538 (6.33),
Akola-01 (6.22), IC-392535 (6.14), IC-265026 (6.11), IC-
341116 (6.11), 1C-355974 (6.09), IC-279691 (6.08), IC-
262231 (6.00) and 1C-392531 (5.94), while the minimum
number of primary branches per vine was recorded in
the genotype 1C-355952 (4.67), in the last week of
February. Whereas, in the second week of March, Pusa
Nasdar (8.57) recorded maximum number of primary
branches per vine followed by Konkan Harita (7.68), IC-
341099 (7.54), 1C-429965 (7.09) and Akola-01 (7.14),
while the minimum number of primary branches per vine
was observed in the genotype 1C-345576 (2.99) as shown
in Table 1. Similar results were also recorded by
Bhargavaetal., (2017), Karthik et al., (2017), Harshitha
et al., (2019), Chauhan et al., (2023) and Kurre et al.,
(2022).

Vine length (m) at final harvest

The data from Table 1 revealed that the vine length
at the final harvest was significantly influenced by
different ridge gourd genotypes. Among forty genotypes,
the maximum vine length was observed in the genotype
IC-341122 (5.13 m) which was found significantly at par
with 1C-264971 (4.73 m), 1C-393305 (4.48 m) and IC-
429965 (4.45 m), while the genotype 1C-392535 (2.31
m) recorded minimum vine length at final harvest in the
last week of February. In the second week of Marcg,
the maximum vine length was recorded in the genotype
IC-279691 (4.67 m) which was found significantly at par
with IC-345576 (4.70 m) and I1C-341122 (4.06 m), while
the genotype 1C-264830 (1.96 m) recorded minimum vine
length. The present study had similar results with that of
Rabbani et al., (2012), Khatoon et al., (2016), Karthik et
al., (2017), Ramesh et al., (2018a), Chauhan et al.,
(2023), Kurre et al., (2022) and Harshitha et al., (2019).

Stem length of internodes (cm)

In the last week of February, the maximum stem
length of internodes was observed in the genotype I1C-
356037 (22.82 cm) which was significantly at par with
1C-429970 (21.31 cm), IC-392531 (20.57 cm), 1C-341122
(20.46 cm), 1C-262258 (19.97 cm) and I1C-264971 (19.97
cm), while the minimum stem length of internodes was
noted in the genotype Konkan Harita (12.41 cm). The
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Mean performance of days to 50% germination, number of primary branches and vine length at final harvest in ridge

DG NPB VL
Genotypes OWF SWM OWF SWM OWF SWM
1C-262188 11, 75edefoniy 10.84pbcdefoh 5.35¢%f 4,7 3hiikimno 3.3@/kimnop 3. 3Gbedetgni
1C-262231 8.94ik 7.92hikim 6.0Q3bcdefg 5.6 7defanisk 2.91mnopa 2.45Km
1C-262245 13.09pcdefoh 9.6 3cdefghijkim 5.64bccety 5.55¢faniik 3.60Q9nikim 3.1 7cdefohiik
1C-262265 12.0@bcdefen 9,8 4bedefohiikd 4.68° 3.08m 3.44hiikimnop 2.7 2¢fahijkim
1C-262258 9.29ik 8.04nikim 5.16°0 4,6 771kimno 3.27kimnop 2.6 3fonikim
1C-264830 12.03bedefeni 10.43bcdefeni 6.6 73bcde 6.220cdefgn 3.14mnop 1.96™
1C-264908 10, 15fenilk 9,7 gPedefghilkl 6.6 73bcde 6.1 1 cdefoni 3.49gnijkimnop 3.06edefoniikd
1C-264971 9.69nik 7.92hikim 5.24%0 5.0Qgnikimno 473 3.63
1C-265026 11.46ccefonik 9, 3(defohijkim 6.1 3bcdefg 6.05edefoni 3.99edefgni 2.7 efohijkim
1C-278358 14,28 12.94® 6.78%x 6.220cdefon 4,Q2cdefoni 3.0 cdefoniikd
1C-279691 14.38%¢ 12,350 6.08abcdefy 5.44nik 3.20kimnop 467
1C-341099 12.22bcdefeni 10.48bcdefeni 6.96%¢ 7.54%¢ 2.84%m 2.68efonijkim
1C-341110 17.35° 15.90° 5.58¢defy 3.67°m 4, 350cdef 2.88defghiikl
1C-341116 13,23bcdefoh 11.94pedet 6.1 3bcdefy 6.630cdef 3.13imnop 3.53bcce
1C-341122 12.44bedefeni 9,9 5bedefghiikd 744 3.81mnopa 513 4.06®
1C-341161 12.64bedefeni 9,22¢fghijkim 5.53¢defy 2.99 2.88"r 2.83defohijkim
1C-345576 12, 54bedefeni 11.2(Qpbcdefy 5.89pecefy 5.85defoni 3.55gnikimn 470
1C-355952 9,930k 6.954m 4.67° 4,12¥mnopq 4,1 Qpcdefon 3.2 bedefghilk
1C-355959 10.650efonik 8.020nikim 5.67bccefy 6.34bccefy 3.45hiikimnop 2.38Km
1C-355961 9.64nik 7.31ikm 5.777bccety 5.Q779niikimno 2.80m 2.83defohijkim
1C-355967 8.94ik 6.44m 5.630ccefy 4 57ikimnop 4,370 2.609nikim
1C-355974 14,14 11.04pbedefoh 6.0Qabcdefy 5.1 2fgnijkimno 4.,18pedefy 2.49ikm
1C-356037 12.0Qpedefeni 10.14bedefohik 6.503bcdef 5.824defoni 3.33jikimnop 2.19m
1C-392531 15.49% 12.08pecef 5.94abedefy 4.7 ghiikimno 4,1 5bcdefoh 2.471Km
1C-392534 13.58bcdefy 12.430cde 5.777bccety 6.320ccefy 3.8 cdefhiikd 3.06edefoniikd
1C-392535 8.03 6.89'm 6. 14abcdefg 5.44nik 2.31¢ 2.99edefohiikd
1C-392538 11,1 Qecefoniik 9, 33defghijkim 6.33abcdef 6. 14bcdefgni 2.79m 2.92cdefohiikd
1C-392544 13.630cdefy 12.69%¢ 6.92:¢ 5.89defoni 2.85" 3.2 bedefghilk
1C-392555 12.45bcdefeni 12.490 5.11% 5. 221gnijkimn 3.7 efoniikd 3.77™
1C-393298 12.28bedefeni 10.29Pedefghiy 6.223bcdef 5,39kl 4,380 1.96™
1C-393305 13.88ebcde 11,9 3pccef 5.52¢defg 5.54#faniik 4.48%¢ 2.54hikim
1C-429925 11.46ccefonik 9.5 fonijkim 5.620ccefy 5,31 fonijkim 3.4 8gniikimnop 3. 2bcdefghilk
1C-429949 13.5] bedefy 11.660ccef 5.88pecefy 3.76" 3.76%efoniikl 2.7 2¢fahijkim
1C-429965 10.23efoniik 9.8 gbedefohiikd 6.33abcdef 7.0Qebede 4.45% 2.9 3cdefohiikd
1C-429970 13.76zabecet 11,1 5bedefoh 5.67bccefy 4,651kimno 3.64niki 2.7 77 defohijkim
DARL/SS/238 13.643bcdefy 11,87 becef 5.27¢%f 4,651kimno 3.8 cdefhiikd 3.277Pcdefohi
DARL/SS/60 13.34pedefoh 10.98bcdefon 7.15® 3.88!mnopa 3.8(Qcdefoniikd 3.5Qpedef
Akola-01 10.630efonik 9,277 defohijkim 6.223bcdef 7.14%c 3.2(Q'mnop 3.4t
Konkan Harita 10.38efoniik 8.92fgnijkim 7.00%¢ 7.68® 3.92cdefghilk 3.3Qpedefgn
Pusa Nasdar 8.20k 7.13kKm 7.00%¢ 857 3.54gnijkimno 2.6 3fonikim
M.S.D. 3.72 3.24 1.54 1.55 0.71 0.88
SE(m) 0.65 0.57 0.27 0.27 0.12 0.15
SE(d) 0.92 0.80 0.38 0.38 0.18 0.22
CV. 9.41 9.68 7.75 8.64 5.91 8.86
DG: Days to 50% germination; NPB: Number of primary branches per vine; VL: Vine length (m) at final harvest
Note: The genotypes with the same letter in the superscript are not significantly differ from each other at 5% level of significance
(tukey post hock test)




674

Table2: Mean performance of stem length of internodes (cm), days to first male flower opening and days to first female flower
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opening in ridge gourd genotypes.

SLI DFMF DFFF
Genotypes OWF SWM OWF SWM OWF SWM
1C-262188 19,1 20cde 13,219k 48.12¢1n 46, 78%fanik 50.50M 53.850d
1C-262231 17.4Qcdefon 15,1Qpbcdefy 42 92Kmn 41.05™0p 45,54mn 45.59mne
1C-262245 19,27 bede 13.22%ik 52.34abcde 50.76% 53.53% 52.57¢%f
1C-262265 14, 92hikimn 16.20%cde 438.88cdefani 46.9(¢%fanik 53.29:% 52.57¢%f
1C-262258 20.53%¢ 13,57k 41.95'mne 39.74° 44 39mep 44 .61m™ep
1C-264830 18.580cdefy 11.42ikmno 49, 53Pedefon 47,2 cdefoni 53.57% 53.03¢%f
1C-264908 14.07ikimn 14,50d%fn 46.48%ik 44 7°7hikm 50.54M 46.75m
1C-264971 19,97 16.18cde 39.99 38.90~ 42.89°m 40.86"
1C-265026 18.49pbcdefy 17.32® 47 . 24N 45,369 49.80" 51.00%
1C-278358 17.43cdefon 15.080cdefy 50.5Qpcdefs 477,9Qzabedefohi 55.1Q0cde 52.50¢%f
1C-279691 13.03Kmn 12, 17hikim 52.058bcde 49,693bcdet 55.2] bede 56.06%
1C-341099 14, 55hikimn 12.86%iK 49, 56Pedefon 46,221k 54.86d 51 . 57efen
1C-341110 15.63fnikimn 13.78%fn 53.47® 50.81%c 55.77% 56.17%
1C-341116 14, 3ghikimn 15.,87bccef 46,319k 44.,05ikmn 48.77k 51.2Q%n
1C-341122 20.46%¢ 15,07 bedefy 50.38pcdefs 49,1 03bedefy 53.64cf 55.59%¢
1C-341161 13.93Kimn 11,32kmno 52 5abcd 5179 56.54 54,07
1C-345576 16.35¢fn 11.38ykmno 50.98abedet 48.523abcdefgn 51.850N 51.66°"
1C-355952 19.08pede 12,729k 41.85mm 40.81mep 44.54mre 43.77°m
1C-355959 19.00¢cde 10.89mnop 47,121k 43.02kmnop 50.14M 49.81Mik
1C-355961 12.89mn 12.1.3nikim 38.56° 36.09 41.019 40.68
1C-355967 19.07bcde 14.04¢fen 39.66™ 39.10m 42.03 42 .40
1C-355974 15.49gnijkimn 8.83~ 50.88abcdet 48,953bcdefgn 50.929" 53.28¢¢efs
1C-356037 22.822 11.97ikimn 48,330 43.02kmnop 51.91fn 49.20k
1C-392531 20.57%¢ 18.32 52.92%¢ 47 .4 bedefoni 57.17® 57.202
1C-392534 16.10¢fenik 9.63"M 46.01hi 43.63iKmno 51,720 48.63¢
1C-392535 16.22¢foniik 13.94¢feni 37.98° 36.04¢ 41.081 40.18
1C-392538 14, 92hikimn 13.9¢fen 47.23ni 44,920nikim 52.27™ 47974
1C-392544 12.55™ 12.0Qhikim 52.77%¢ 51.18%¢ 55.4]bede 55.54%¢
1C-392555 17.18defeni 8.14¢ 52.35qbcde 50.61cde 54.920cde 52.81%f
1C-393298 18.78pedet 13,119k 49,84bedefgn 47 .4 @bedefoni 52.44t 54.63
1C-393305 17.0Qd%fgni 9.080m 43.47iKimn 42, 775Kmnop 47,024 41.907
1C-429925 16.31°fn 12,919k 48,220t 46.4 7efnik 51.96%" 49.26%
1C-429949 14, 97hikimn 14,17 ¢fn 53.21® 51.13%¢ 56.02%¢ 55.81%
1C-429965 16.19¢foniik 16.72%cd 44.85Km 43,7 3ikmno 47.28¢ 46.47m
1C-429970 21.31® 17.04%< 52.63%¢ 48, 1 (abedefoni 56.19® 57.06
DARL/SS/238 15,75 nikim 14,23efn 52.4(Qbcde 49, 7gabedet 55,79 54,20
DARL/SS/60 14,77 hikimn 12.2(Qhikim 54.88* 51.56% 57.89 53,350
Akola-01 15, 5Qgnijkimn 10.09mnopa 41.79tmno 40.10md 44,12 44 42mp
Konkan Harita 12417 12.1Qhikim 40.79mne 39.05~ 44 29mep 44.04°
Pusa Nasdar 14, 6ghikimn 14, 77cdef 41.79tmno 41.22'mnop 46.584m 44,14
M.S.D. 3.24 2.44 4.29 4.18 241 2.35
SE(m) 0.57 0.43 0.75 0.73 0.42 0.41
SE(d) 0.80 0.60 1.06 1.03 0.60 0.58
CV. 5.84 5.56 2.73 2.79 1.44 1.42
SLI: Stem length of internodes (cm); DFMF: Days to first male flower opening; DFFF: Days to first female flower opening
Note: The genotypes with the same letter in the superscript are not significantly differ from each other at 5% level of significance
(tukey post hock test)
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genotype 1C-392531 (18.32 cm) reported a maximum
stem length of internodes which was significantly at par
with 1C-265026 (17.32 cm), 1C-429970 (17.04 cm), IC-
429965 (16.72 cm), 1C-262265 (16.20 cm) and 1C-264971
(16.18 cm), while the genotype 1C-392555 (8.14 cm)
observed minimum stem length of internodes in the second
week of March as shown in Table 2. Similar findings
were also cited by Harshitha et al., (2019).

Days to first male flower opening

As shown in Table 2, the minimum number of days
(37.98) for the first male flower opening was observed
in the genotype 1C-392535 which was at par with IC-
355961, IC-355967, IC-264971, Konkan Harita, Akola-
01, Pusa Nasdar, 1C-355952 and IC-262258 (38.56, 39.66,
39.99, 40.79, 41.79, 41.79, 41.85, 41.95, respectively),
while the maximum number of days (54.88) for the first
male flower opening was observed in the genotype
DARL/SS/60 in the last week of February. in the second
week of March, the genotype 1C-392535 reported the
minimum number of days (36.04) for the first male flower
opening which was significantly at par with 1C-355961,
IC-264971, IC-355967, 1C-262258 and Akola-01 (36.09,
38.90, 39.10, 39.74 and 40.10, respectively), while the
maximum number of days (51.79) for the first male flower
opening was noted in the genotype 1C-341161. Khatoon
et al. (2016), Karthik et al., (2017) and Bhargava et al.,
(2017), Triveni et al., (2020), Chauhan et al., (2023),
Kurre et al., (2022) and Harshitha et al., (2019) also
noted wide variation in days to first male flower opening
for their respective genetic material.

Days to first female flower opening

As shown in Table 2, the minimum number of days
(39.01) for first female flower opening was observed in
the genotype 1C-355961 which was at par with IC-
392535, 1C-355967 and 1C-264971 (39.08, 42.03 and
42.89, respectively), while the maximum number of days
(57.89) for the first female flower opening was observed
in the genotype DARL/SS/60 in the last week of February.
in the second week of March, the genotype 1C-392535
reported the minimum number of days (40.18) for the
first female flower opening which was significantly at
par with 1C-355961, 1C-264971, 1C-355967 and 1C-393305
(40.68, 40.86, 42.40 and 41.90, respectively), while the
maximum number of days (57.20) for the first female
flower opening was noted in the genotype 1C-392531.
These findings are confirmed by Khatoon et al., (2016),
Karthik et al., (2017), Bhargava et al., (2017), Harshitha
etal., (2019), Triveni et al., (2020), Chauhan et al., (2023)
and Kurre et al., (2022).

Nodes to first male flower
The genotype 1C-341161 reported minimum number

of nodes (4.00) for first male flower which was
significantly at par with 1C-264908, 1C-429949, Pusa
Nasdar, 1C-393298, 1C-392535, 1C-355967, IC-392555,
1C-392544, 1C-392538, 1C-265026, 1C-429965 and IC-
355952 (4.27,4.52,4.59,4.62,4.64,4.72,5.08, 5.22, 5.25,
5.34,5.47 and 5.57, respectively), while maximum number
of nodes (9.53) for the first male flower was noted in the
genotype 1C-392534 in the last week of February. The
minimum number of nodes (3.02) for the first male flower
was observed in the genotype 1C-341161 which was
significantly at par with 1C-264908, 1C-393298, Pusa
Nasdar, IC-355967, 1C-392535, 1C-429949, IC-392555,
1C-392544, 1C-392538 and 1C-429965 (3.20, 3.45, 3.48,
3.58, 3.63,3.67,3.91, 3.96, 4.00 and 4.11, respectively),
while the genotype Akola-01 observed the maximum
number of nodes (7.78) for the first male flower in the
second week of March, as shown in Table 3. These results
are harmony with Gautam et al., (2017), Chauhan et al.,
(2023), Kurre et al., (2022) and Harshitha et al., (2019).

Nodes to first female flower

The genotype 1C-355967 recorded minimum number
of nodes (7.92) for the first female flower which was
significantly at par with the genotypes 1C-393298, IC-
264908, 1C-341161, 1C-392544, 1C-355952, IC-392555,
1C-429949, 1C-429965, 1C-264830, 1C-392535, IC-
265026, 1C-392538, I1C-279691, 1C-429970, 1C-392531,
IC-393305, 1C-278358 and Konkan Harita (8.31, 8.36,
8.37,8.47,9.19,9.24,9.70,9.89, 10.14, 10.21, 10.27, 10.27,
10.33, 10.38, 10.68, 10.95, 11.78 and 12.37, respectively),
while the maximum number of nodes (19.00) for first
female flower was recorded in the genotype Akola-01 in
the last week of February. in the second week of March,
the genotype 1C-355967 observed minimum number of
nodes (7.22) for the first female flower which were
significantly at par with 1C-341161, 1C-264908, IC-
392544,1C-393298, 1C-355952, 1C-429949, 1C-264830,
IC-392555, 1C-392535, 1C-429970, 1C-279691, IC-
265026, 1C-392531, 1C-429965, 1C-393305, 1C-392538
and 1C-278358 (7.22, 7.28, 7.28, 7.71, 7.99, 8.43, 8.64,
8.67, 8.92, 8.93, 8.95, 8.97, 9.24, 9.48, 9.76, 9.80 and
10.26, respectively), while the maximum number of nodes
(16.88) for the first female flower opening was noted in
the genotype DARL/SS/238, as shown in Table 3. Similar
results were noted by, Gautam et al., (2017), Chauhan et
al., (2023) and Harshitha et al., (2019).

Days to first fruit harvest

With respect to the days to first fruit harvest in last
week of February, the genotype 1C-264971 reported
minimum number of days (47.60) for first fruit harvest
which was followed by 1C-355952, 1C-355961, 1C-355967
and 1C-392535 (51.62, 51.61, 48.57 and 50.08), while the
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Table3: Mean performance of nodes to first male flower, nodes to first female flower and days to first fruit harvest in ridge
gourd genotypes.

NFMF NFFF DHH
Genotypes OWF SWM OWF SWM OWF SWM
1C-262188 7.26%¢f 5.60d%fn 13,1 caefoniski 11.69cdefoniy 59.46"k 60.460fn
1C-262231 7.32bcdet 5.5kt 13.43caefoniiki 11.68edefonii 53.61™p 51.920pars
1C-262245 7.93¢cde 6.22¢0efs 14 5gabedefonii 12.80Qpbcdefy 63.85¢¢efn 60.6 7defen
1C-262265 7.7 becef 7.44%¢ 15.4@abcdefoh 13.4abedef 62.78¢fn 60.660%fN
1C-262258 7.38bedef 6.42¢df 14, 26bedefohik 12,23cdefoni 52.37mm 52.07°pr
1C-264830 5.650nikim 4,28ikimnop 10.14jimn 8.64nikim 63.09¢fonii 60,5 defeni
1C-264908 4.27™ 3.20 8.36™ 7.28m 56.04kmno 53.79Mmnop
1C-264971 7.96ebcde 6.3 cdefo 13.8Qbedefohik 11, 79edefoniy 47.60 47.87
1C-265026 5.34kimn 4.7Qikimn 10.27ikimn 8.97dnikim 60.549%k 58.6 7efonik
1C-278358 6.221nik 5,21 fnik 11, 7gefonilkimn 10.26%fhilkim 62.67n 61,160
1C-279691 5.64nikim 4,29ikimnop 10.33¥Kimn 8.95gnikim 68.22%¢ 67.89
1C-341099 7.32bcdet 5.8Qdefon 12. Gedefoniikim 10.68defonik 67.58%c 61.65¢fn
1C-341110 6.977cdefoni 5.20nik 12, 79edefghijkim 10.99edefoniki 70.27* 64.20%c
1C-341116 8.90® 6.842x 15, 5@abedet 13.54cde 62,221 62,590t
1C-341122 7.84pbece 6.49pbcde 12, 56edefoniikim 10.86cdefniki 63, 77 caefoni 60.980efen
1C-341161 4.00 3.02¢ 8.37™ 7.22m 70.14* 67.63®
1C-345576 6.6 6cdefoni 5.120nik 13.43ccefoniiki 11, 53¢cefoniik 68.09%¢ 64.29%cd
1C-355952 5, 57hikimn 4,28ikimnop 9.19imn 7.99ikm 51.6200 50.31as
1C-355959 7.7 4bccet 5.99defon 16.96%¢ 14.76%¢ 59.31hi 57.45hikim
1C-355961 7.53bcdef 5,63 16.43%c 13.82x 49.61p 49.14%
1C-355967 4,72Kmn 3.58"p 7920 6.64™ 4857 47.3%
1C-355974 6. 157kl 4.68ikimno 13, 1 cdefohijkd 11,29ecefoniik 59.15™ 58.369nik
1C-356037 8.26%¢ 6.573bcde 15.99zbede 13.67%cde 59.32Ni 56.75ikimn
1C-392531 7.1 cefon 5.49¢fonii 10.68ikimn 9,24gnikim 68.67% 64.52%cd
1C-392534 9.53 7.28%¢ 15,52abedefy 13.4]3bcde 64.160cef 59.60¢fn
1C-392535 4,64Kmn 3.63mnera 10.27kimn 8.920nikim 50.08p 47.96°
1C-392538 5,25HKimn 4.0Qxmnopa 11.27fnijkimn 9.8Qefonijkim 63.16%fni 57.97%iK
1C-392544 5,22ikimn 3.96Kmnopa 8.47™ 7.28m 70.53 66.80%¢
1C-392555 5.08ikimn 3.97 Imnopq 9.24/mn 8.6 7hikim 64.860cef 61.95¢efn
1C-393298 4,62Kmn 3.45% 8.31m™ 7.71km 63.02¢%fni 62,9200
1C-393305 6.35¢fon 4.8 3hikim 10.950nijkimn 9.7 gefonijkim 54 79Mmno 51.420pars
1C-429925 7.7 4bccet 5.960%fn 13.88bcdefohik 12.49cdefon 58, 5kim 55,277ikimno
1C-429949 4.52™ 3.67mnopa 9,7(Qkmn 8.43ikm 68.25%¢ 62,74
1C-429965 5.47kimn 4,11 Kmnopq 10.8ghikimn 9.48fonijkim 56.2] Kimno 53.00mnera
1C-429970 6.4 69efoni 4.86"ikm 10.38kimn 8.93enikim 66,07 abcdef 63.150
DARL/SS/238 7.4 2bcdet 7.73® 18.05® 16.88 67.400ce 60.4Qdefen
DARL/SS/60 7.974x 6.80%c 15,17 abcdefohi 13.88%c 70.39 62.33¢¢efo
Akola-01 7.85bede 7.78 19.00° 16.54® 54.07mnep 52.86m
Konkan Harita 7.0Q¢defgni 5.79defoni 12, 37defehijkimn 10.65¢fenik 56.74kmn 54.03Mmnop
Pusa Nasdar 4.59'm 3.48"p 12, 66edefoniikim 11, 34ccefoniik 56.80Kmn 54,2 Kimnop
M.S.D. 1.62 1.25 4.58 3.92 4.65 4.58
SE(m) 0.28 0.22 0.80 0.69 0.81 0.80
SE(d) 0.40 0.31 1.13 0.97 1.15 1.13
CV. 7.51 7.21 11.16 10.95 2.32 2.38
NFMF: Nodes to first male flower; NFFF: Nodes to first female flower; DFFH: Days to first fruit harvest
Note: The genotypes with the same letter in the superscript are not significantly differ from each other at 5% level of significance
(tukey post hock test)
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Table4: Mean performance of number of fruits per vine, fruit length (centimeter) and fruit diameter (centimeter) in ridge gourd

genotypes.
NFV = =)
Genotypes LW SWM LW SWM LW SWM
1C-262188 2152 18,1507 18 249 14.30™ 3200 34T
1C-262231 17,069 13,717 18.200Wme | 18,1100 3.38%0" 3,560
1C-262245 12,87 10,4500 17 54%imo 18,440k 3,420 3,449
1C-262265 16,18 13.44%m 10,6070 19.02°% 3.2000 3317
1C-262258 21.08% 18,2070 21,755 21.81% 3.250 316%
1C-264830 6.48 5.06° 15,457 16,260 379 3,379
1C-264908 16.23% 14,0699 17.3%mo 19,67 4105 3,05
1C-264971 17 447 15,130 18 230 10,230 3T 3307
1C-265026 14,667 17,968 17,94 18,0350 4.04% 4.38%
IC-278358 22,467 17 9157 18.250%mo | 18 40PeewK 33770 3,737
1C-279691 20.67% 20,03 17.7g%mo 10,3670 313" 3.30%
1C-341099 10837 9.36™ 15,657 18,8070 417% 4,365
IC-341110 14,437 13,098 16,42 14,84 3.40%0 3610
IC-341116 12.41F 10,347 15.27% 15,068 3,200 3,359
1C-341122 15,307 13.21F 17.36%m 19.09%% 2.88" 317
IC-341161 27.89% 25.40% 16,619 15,625 3,085 4,375
1C-345576 28.56° YR 17,75%m 19,0770 441% 4505
1C-355952 13 25%m 11,408 16,298 16,8870k 3,857 3.77%0
1C-355950 21,1870 18,800 17, 27%mo 15,920 3.03" 3.20%
1C-355961 16,569 14,859 18,8300 18,9670 2.03" 3.08%
1C-355967 2357 19.63° 2133 21,375 450° 4.63%
1C-355974 23.50" 20,347 16,319 16 219 3,245 3.72°0
1C-356037 14,127 11,2080 13.98° 1356 3189 2.95F
1C-392531 25.46% 22170 103270 | 18,7900 3420 3,640
1C-392534 12,08 11,668 16,461 15,89 31" 312K
1C-392535 12,0740 9,99 17,4470 17,4590 277 200°
1C-392538 2737% 22.78% 17,315 17 2870 31" 335
1C-392544 14,507 21,2070 18,7250 15.66%m 3.40%0 35100
1C-392555 12.95%m 10,7200 20,9675 2157% 2.88" 2.95F
1C-393298 11,35 8.80" 22.49% 19.82°% 4320% 182
1C-393305 12,1790 10,46 21,36 21.50% 2.9" 3317
1C-429925 16,599 14,1399 22.07% 18,5200 2.95" 3.33%
1C-429949 16,740 13,907 21,1870 14.72m 2.98" 3,499
1C-429965 21520 18,3150 15,367 16,089 3210 3,489
1C-429970 181150 15,270 10.8670 | 18,070 3,020 4,35
DARL/SS/238 23.21" 18,3670 16,237 17,9870 287" 3.06%
DARL/SS/60 17 357 13,717 18 210 15,398 4.28% 4,365
Akola-01 7367 6.26° 18.36°0Fm | 16370 2,07 3.10F
Konkan Harita 9.66™ 871" 17.00Wmo | 17.54°0m 3,730 416w
Pusa Nasdar 15,74 12,648 2458 2458 3.08" 3.30%
MSD. 482 484 3.08 3.45 06 0.60
SEm) 0.84 0.85 0.54 0.60 011 011
SE@) 1.19 1.20 0.76 0.85 0.15 0.15
CV. 8.48 9.87 5.10 5.83 5.35 5.08

Note: The genotypes with the same letter in the superscript are not significantly differ from each other at 5% level of significance

NFV: Number of fruits per vine; FL: Fruit length (cm); FD: Fruit diameter (cm)

(tukey post hock test)
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maximum number of days (70.53) for first fruit harvest
was recorded in the genotype 1C-392544. the minimum
number of days (47.39) for first fruit harvest was reported
in the genotype 1C-355967 which was significantly at
par with the genotype IC-264971, 1C-392535, 1C-355961,
IC-355952, 1C-393305 and IC-262231(47.87, 47.96, 49.14,
50.31,51.42 and 51.92, respectively), while the maximum
number of days (67.89) for first fruit harvest was noted
in the genotype 1C-279691 in the second week of March,
as shown in Table 3. These results are harmony with
Harshitha et al., (2019), Khatoonet al., (2016), Bhargava
et al., (2017), Chauhan et al., (2023) and Kurre et al.,
(2022).

Number of fruit per vine

As shown in Table 4, significantly maximum number
of fruits was recorded in the genotype IC-345576 (27.80
and 28.58) which was followed by 1C-341161, 1C-392538,
1C-392531 (26.80 and 27.89, 25.87 and 27.37, 24.40 and
25.46), while the minimum number of fruits was recorded
in the genotype 1C-264830 (6.53 and 6.48) in the last
week of February. In second week of March, the
genotype 1C-345576 (26.37 and 27.27) reported maximum
number of fruits per vine which was significantly at par
with 1C-392531 and 1C-392538 (23.07and 25.40, 22.23and
22.78), while minimum number of fruits was recorded in
the genotype 1C-264830 (5.75 and 5.96). Similar results
were reported by Harshitha et al., (2019), Yadav et al.,
(2017), Chauhan et al., (2023) and Kurre et al., (2022).

Fruit length (cm)

In the last week of February, the maximum fruit length
was noted in the genotype Pusa Nasdar (24.58 cm) which
was significantly at par with 1C-393298 (22.49 cm), IC-
429925 (22.27 cm) and 1C-262258 (21.75 cm), while the
genotype 1C-356037 (13.98 cm) reported the minimum
fruit length. In the second week of March, the genotype
Pusa Nasdar (24.58 cm) recorded maximum fruit length
which was significantly at par with 1C-392555 (21.57
cm), 1C-393305 (21.50 cm), 1C-355967 (21.37 cm) and
IC-262258 (19.92 cm), while the minimum fruit length
was recorded in the genotype 1C-356037 (13.56 cm) as
shown in Table 4. These findings are confirmed by
Rabbani et al., (2012), Khatoon et al., (2016), Bhargava
et al.,, (2017) and Karthik et al., (2017), Chauhan et al.,
(2023) Kurre et al., (2022) and Harshitha et al., (2019).

Fruit diameter (cm)

In the last week of February, the genotype 1C-355967
(4.50 cm) reported maximum fruit diameter which was
at par with 1C-345576 (4.41 cm), 1C-393298 (4.32 cm),
DARL/SS/60 (4.28 cm), 1C-341099 (4.17 cm), IC-
264908 (4.10 cm), 1C-265026 (4.04 cm), IC-341161 (3.98

cm) and 1C-429970 (3.92 cm), while the minimum fruit
diameter was observed in the genotype 1C-392535 (2.77
cm). the maximum fruit diameter was recorded in the
genotype 1C-393298 (4.82 cm) which was significantly
at par with 1C-345576 (4.50 cm), 1C-355967 (4.63 cm),
IC-265026 (4.38 cm), 1C-341161 (4.37 cm), DARL/SS/
60 (4.36 cm), IC-341099 (4.36 cm) and 1C-429970 (4.32
cm), while minimum fruit diameter was recorded in the
genotype 1C-392535 (2.90 cm) in the second week of
March, as shown in Table 4. Kurreet al., (2022), Chauhan
et al., (2023) and Harshitha et al., (2019) also observed
wide variation in fruit diameter for their respective genetic
material.

Average fruit weight (g)

The genotype 1C-262265 (102.59 and 104.85 g) noted
maximum average weight of fruit which was at par with
IC-355967, 1C-279691, IC-278358, 1C-262188, DARL/
SS/60, Pusa Nasdar, 1C-341110, 1C-262258, 1C-265026,
IC-392531, 1C-429970, 1C-341161, 1C-355961, IC-
264908, DARL/SS/238, 1C-392544, Akola-01, 1C-355959,
IC-345576, 1C-262245, 1C-264971, 1C-429965, IC-
264830, 1C-392538, 1C-341116 and 1C-262231 (101.99
and 103.20 g, 100.30 and 102.05 g, 100.94 and 98.40 g,
99.84 and 100.04 g, 97.41and 100.62 g, 97.34 and 98.21
g, 96.95 and 98.96 g, 96.39 and 99.19 g, 95.33 and 95.17
g, 95.29 and 96.03 g, 95.28 and 96.35 g, 95.18 and 96.17
g, 94.21and 100.84 g, 93.23 and 93.14 g, 93.03 and 93.40
g,92.76 and 96.66 g, 92.14 and 94.12 g, 91.91 and 92.17
g, 90.59 and 87.96 g, 89.01 and 90.73 g, 87.52 and 88.16
g, 87.43and 93.70 g, 84.30 and 83.67 g, 84.21 and 83.76
g, 84.01 and 84.54 g, and83.97 g,), while the minimum
average weight of fruit was reported in the genotype IC-
392535 (66.90 and 65.75 g) in the last week of February
and the second week of March, as shown in Table 5.
These findings are confirmed by Rabbani et al., (2012),
Karthik et al., (2017), Bhargava et al., (2017), Chauhan
et al., (2023) and Kurre et al., (2022).

Fruit yield per vine (kg)

The data presented in Table 5, the maximum fruit
yield per vine was recorded in the genotype 1C-341161
(2.65 kg) which was at par with 1C-345576 (2.60 kg),
IC-279691 (2.47 kg), 1C-392531 (2.42 kg), 1C-355967
(2.40 kg), 1C-392538 (2.29 kg), 1C-278358 (2.27 kg),
DARL/SS/238 (2.17 kg) and 1C-262188 (2.15 kg), while
the minimum fruit yield per vine was recorded in the
genotype 1C-264830 (0.47 kg) in the last week of February.
In the second week of March, the maximum fruit yield
per vine was recorded in the genotype 1C-341161 (2.44
kg) which was significantly at par with 1IC-345576 (2.40
kg), 1C-279691 (2.05 kg), IC-341161 (2.19 kg), IC-392531
(2.14 kg), 1C-392544 (2.05 kg) and IC-355967 (2.03 kg),
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Table5: Mean performance of average fruit weight (gram), fruit yield per vine (kg) and fruit yield (g/ha) in ridge gourd

genotypes.
APW = FYH
Genotypes LW SWM LW SWM LW SWM
1C-262188 99,845 100,045 2 1550 1,82 128,89 108,96
1C-262231 82,3500 | 83,970k | 1.40Wmon 1.15%mop 84 31%m 69,11
1C-262245 80.01®®G | Q0. 73%®w | 1.14mom 0.05Fmons | 68.69moRE | 5,75
1C-262265 102.59° 104.85° 1,669 14150 99,609 84.6370W
1C-262258 96,300 99, 105 2 1150 1,810 126,717 108,757
1C-264830 84,307 | 83,6700 054 050° 3272 29,02
1C-264908 03.23%% T | 93,140 151k 1,310 90,807 78 550
1C-264971 875000 | 88,167 1,53 1,330 91.65mm 79,700
1C-265026 95 33500 95, 17 1400 1.14%mop 83.67Kmo 68,25
IC-278358 100.94% 98,40%% 22700 1,760 136,020 105.77°%%
1C-279691 100.30°° 102,05 2.47% 2,055 14843 122,705
1C-341099 80.89% 79,657k 087w 0,75 51,955 44797
IC-341110 96,9555 98,965 1.40Fmor 1,299 83,925 77 239w
IC-341116 84,0150 | 84540k | 1,047 0.8 62,50 52,5300
1C-341122 75929 76.919% 1,160 1,02 | 69,72 | 104K
IC-341161 95,187 96, 17 265 2 4% 150.40° 146.56°
1C-345576 90,595 % T | 87,067 2.60% 2.40% 155,735 143,695
1C-355952 75.807 77.920% 1,000 0.89mons 60,217 5327w
1C-355950 O1.91®e® T | 92,17 1,95 1,750 116,75 104,515
1C-355961 94 215 100,845 1,567 1,507 93 577 89,6859
1C-355967 101.99° 103200 2,405 2,035 144 215 121,515
1C-355974 81,3350 79 2370 1,915 1,600 114,555 96,1200
1C-356037 82,4105 80,6570k 1160 0.1 | 9 52mos 54,18
1C-392531 95,2005 96,030 2.42% 2.14% 145 555 128.36%
1C-392534 81,1550 83 240wk | 1,05mom 0.07Kmos | 6310w 58, 17Kmon
1C-392535 66.90 65,75 0,81 0,66 4847 39,455
1C-392538 84215 | 83,7600 2,295 1.90%% 137.25%% 114 45w
1C-392544 92.76%% T | 96,6650 1350 2,055 811%™ 123.22%%
1C-392555 7445 75.31F 0,067 0,817 57,7679 43 3877
1C-393298 78,039 79,1270 0,897 0.707 53,5207 41767
1C-393305 75,017 78,7270 0,017 0,820 54 370 493877
1C-429925 78 5250 79,495k 1308 T 12Wmoss | 78,1280 67 22
1C-429949 75,597 76237 1,268 1.06Fmoer | 75309 | 63.58Kmom
1C-429965 87.430%0 | 93,700 1.88°0% 17100 112,850 102,93
1C-429970 95,2850 96,350 1,720 1470 103,519 83 3679
DARL/SS/238 | 93.03%*@ | 93.40%0 2 L7t 17100 130,255 102,83
DARL/SS/60 97 415 100,625 1,690 1,387 101,469 82,907
Akola-01 92, 140G | 94120 0.68% 0,507 20.68% 35.367
Konkan Harita 66.93 6749 0.64" 050° 38.70" 35,200
Pusa Nasdar 97 34500 98 2157 1,53 1247 91,627 7253w
MSD. 19.35 21.33 0.51 0.53 3031 31.73
SEm) 3.38 3.73 0.09 0.09 5.30 5.55
SE@) 478 5.27 0.13 0.13 7.49 7.84
CV. 6.67 7.26 10.00 11.96 9.95 17.95

Note: The genotypes with the same letter in the superscript are not significantly differ from each other at 5% level of significance

AFW: Average fruit weight (g); FYV: Fruit yield per vine (kg); FYH: Fruit yield (g/ha)

(tukey post hock test)
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while minimum fruit yield per vine was recorded in the
genotype 1C-264830 (0.50 kg). These results are
confirmed by Triveni et al., (2020), Harshitha et al.,
(2019), Chauhan et al., (2023) and Kurre et al., (2022).

Fruit yield (g/ha)

In the last week of February, the maximum fruit yield
per hectare was recorded in the genotype 1C-341161
(159.40 g/ha) which was at par with IC-278358 (136.02
g/ha), 1IC-279691 (148.43 g/ha), 1C-345576 (155.73 o/
ha), 1C-355967 (144.21 g/ha), 1C-392531 (145.55 g/ha),
1C-392538 (137.25 g/ha) and DARL/SS/238 (130.25 g/
ha), while the minimum fruit yield per hectare was noted
in the genotype 1C-264830 (32.72 g/ha). Whereas, the
maximum fruit yield per hectare was reported in the
genotype IC-341161 (146.56 g/ha) which was significantly
at par with 1C-345576 (143.69 g/ha), 1C-279691 (122.70
g/ha), 1C-392531 (128.36 g/ha), 1C-392544 (123.22 o/
ha) and I1C-355967 (121.51 g/ha), while minimum fruit
yield per hectare was recorded in the genotype 1C-264830
(28.05 and 29.92 g/ha) in the second week of March, as
shown in Table 5. Similar findings were also cited by
Harshitha et al., (2019), Kurreetal., (2022) and Chauhan
et al., (2023).

Conclusion

Among all the genotypes of ridge gourd studied in
the last week of February and second week of March in
2023, the genotype 1C-345576 was recorded superior for
fruit yield and its contributing traits followed by the
genotype 1C-341161 and 1C-341122.
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